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DNA-Encoded Chemistry DEL>ML>Catalog: An Alternative Approach to Hit ID Case Study 2: DCAF1

DNA'EnCOded Chem|Ca| lerary (DEL) teChnOIOgy enables the rapld d|SCOvery Of Sma” DCAF1 is the substrate-recognition component of an E3 ligase complex that is associated with the proliferation of colon cancer cells.
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